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PCT09 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/763 , OllC 



DATE: 08/25/2003 
TIME: 11:20:10 



5 


<110> 


6 




7 




8 
9 




10 




13 


<120> 


16 


<130> 


C--> 19 


<140> 


21 


<141> 


24 


<150> 


26 


<151> 


29 


<150> 


^ ii- 


.<I.5„1> 



Input Set : A:\CANDIDAaiad2.txt 

Output Set: N:\CRF4\08252003\l763011C.raw 



APPLICANT: Contreras, Roland 

Nelissen, Bart 

DeBacker, Marianne 

Luyten, Walter 

Viaene, Jasmine 

Logghe, Marc George 

TITLE OF INVENTION: Drug Targets 

FILE REFERENCE: 50899/002 



Does Not Comply 

Corrected Diskette Needed 



In Candida Albicans 



CURRENT FILING DATE: 2001-02-14 
PRIOR APPLICATION NUMBER: 98310694. 
PRIOR FILING DATE: 1998-12-23 
PRIOR APPLICATION NUMBER: 9817796.7 
.PRXOR-^ ILIHG DATE: 199 ^^-14 



)^-;:£L§-l^ 
114^ 



34^1 60> NUMBER OF SEQ ID NO S: 

^38 <17 0> SOFTWARE: Patentln"^er . 5T0 



ERRORED SEQUENCES 

i?. S4 7 <.?jn> p:t^o tttno- i20 



<32549 <211> LENGTH: 



C v. — 



13551 <212> T^PE: UNA 
13553 <213> ORGANISM 
13555 <220> FEATURE: 
13557 <223> OTHER INFORMATION 
■135 60 <400> SEQUENCE: 120 
13562 gcgtgaatgt aagcgtgac 



Artificial Sequence 

Description of Artificial Sequence: primer 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/763 , OllC 



DATE: 08/25/2003 
TIME: 11:20:12 



Input Set : A:\CANDIDAamd2.txt 

Output Set: N:\CRF4\08252003\l763011C.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 



Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 



9 
9 
10; 
10; 
11; 
11; 
12; 
12; 
12; 
13; 



; Line 


(s ) 


; Line 


(s ) 


; Line 


(s ) 


; Line 


(s) 


; Line 


[s) 


; Line 


(s) 


; Line 


(s) 


; Line 


!s) 


; Line 


(s) 


; Line 


! s) 


; Line 


(s) 


; Line 


(s ) 


; Line 


(s) 


; Line 


(s) 


; Line 


(s) 


; Line 


(s) 


; Line 


!s) 


; Line 


[ s ) 


; Line 


(s) 


; Line 


( s ) 


; Line 


(s) 


; Line 


!s) 


; Line 


! s ) 


; Line 


s ) 


; Line 


<s) 


; Line 


s ) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 



Line ( s ) 
Line (s) 
Line (s) 
Line (s) 
Line (s) 
Line (s) 
Line (s) 
Line (s) 



1, 3, 11, 13, 14, 16, 17, 19, 21, 22, 24, 2 6, 27, 29, 31, 33, 34, 36, 38, 4 0 
42, 4 4, 4 6, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 7 6,78, 80 
82, 84, 8 6, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114 
116, 118 

120, 122, 124, 12 6, 128, 130, 132, 134, 136, 138, 14 0, 142, 14 4 , 14 6, 14 8 
150,152,154 

156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 17 6, 178, 180, 182, 184 
18 6, 188, 190, 192, 194, 196, 198 , 200, 202 , 204 , 206, 208 , 210, 2 12 , 214 
216,218 

220,222,224,226, 228,230,232,234,236,238, 24 0, 242, 24 4 , 24 6, 24 8 
250,252,254,256, 258, 260, 2 62, 264, 266, 2 68, 270, 272, 274, 27 6, 278 
280,282,284,28 6,288,290, 2 92,294, 296,298, 300, 302, 304, 306, 308 
310, 312, 314, 316, 318 , 320 , 322 , 324 , 326, 328, 330 , 332 , 334 , 336, 338 
340, 342, 34 4, 34 6, 34 8 , 350 , 352 , 354 , 356, 358, 360 , 362 , 364 , 366, 368 
370, 372, 374, 37 6, 37 8, 380, 382, 38 4, 38 6, 388, 390 , 392 , 394 , 396, 398 
4 00, 4 02, 4 04, 4 06, 4 08, 410, 412, 414, 416, 418 

420, 422, 424, 42 6, 428, 4 30, 4 32, 434, 436, 438, 4 40, 4 42, 4 44, 4 4 6, 4 48 
4 50, 4 52, 4 54, 4 56, 4 58, 4 60, 4 62, 4 64, 4 66, 4 68, 4 7 0, 4 72, 4 7 4, 4 7 6, 4 78 
4 80, 4 82, 4 84, 4 8 6, 4 88, 4 90, 4 92, 4 94, 4 96, 4 98, 500, 502, 504, 506 
508, 510, 512, 514, 516, 518, 520, 522, 524, 526, 528, 530, 532, 534, 536 
538, 54 0,542, 54 4, 54 6, 54 8, 550, 552, 554, 556, 558, 560, 562, 564, 566 
568, 570, 572, 574, 57 6, 578, 580, 582, 584, 58 6, 588, 590, 592, 594, 596 
598, 600, 602, 604, 60 6, 608, 610, 612, 614, 616, 618, 620, 622, 624, 62 6 
628, 630, 632, 634, 636, 638 , 640, 642, 64 4 , 64 6, 64 8, 650, 652, 654, 65 6 
658, 660, 662, 664,. 666, 668, 670, 672, 674 , 67 6, 67 8 , 680, 682 , 684 , 68 6 
688, 690, 692, 694, 696, 698, 700, 702, 704 , 706, 708 , 7 10, 712 , 7 14 , 716 
718, 720, 722, 724, 72 6, 728, 730, 732, 734, 736, 738, 74 0, 742, 74 4, 74 6 
748, 750,752,754, 756, 758, 7 60, 7 62, 764, 766, 7 68, 770, 772,774, 77 6 
778, 780,782, 784, 78 6,788, 7 90,7 92, 794, 796 

7 98, 800, 802, 804, 80 6, 808, 810, 812, 814, 816, 818, 820, 822, 824, 82 6 
828,830,832,834 

836, 838, 840, 842, 844, 846, 848, 850, 852 , 854 , 856, 858 , 8 60, 8 62 , 8 64 
866,868,870,872 

874,876,878,880,882,88 4, 88 6,888, 890,892, 8 94,896,898,900, 902 
904, 906, 908, 910, 912, 914, 916 

918, 920, 922, 924, 926, 928, 930, 932, 934, 936, 938, 94 0, 942, 94 4 

946 

94 8, 950, 952, 954, 956, 958, 960, 962, 964, 966, 968, 970, 972, 974 
976, 978, 980 

982, 984, 98 6, 988, 990, 992, 994, 996, 998, 1000, 1002, 1004, 1006 
1008, 1010, 1012, 1014, 1016, 1018, 1020, 1022, 1024, 1026, 1028 
1030 

1032, 1034, 1061, 10 63, 1065, 1067, 1069, 1071, 1073, 1075, 1077 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/763 , OllC 



DATE: 08/25/2003 
TIME: 11:20:12 



Input Set : A:\CANDIDAamd2.txt 

Output Set: N:\CRF4\08252003\l763011C.raw 



Seq#:13; Line{s) 107 9, 1081, 1083, 1085, 1087, 108 9, 1091, 1093, 1095, 1097, 1099 

Seq#:13; Line(s) 1101, 1103,1105, 1107, 1109, 1111 , 1113, 1115 , 1117 , 1119, 1121 

Seq#:13; Line(s) 1123, 1125, 1127, 112 9, 1131, 1133, 1135, 1137, 1139, 1141, 114 3 

Seq#:13; Line(s) 114 5, 1147, 114 9, 1151, 1153, 1155, 1157, 1159, 1161, 1163 , 1165 

Seq#:13; Line(s) 1167, 1169, 1171, 1173, 1175, 1177, 117 9 

Seq#:14; Line(s) 1181, 1183, 1185, 1187, 118 9, 1191, 1193, 1195, 1197, 1199, 1201 

Seq#:14; Line(s) 1203, 1205, 1207, 1209, 1211, 1213, 1215, 1217 , 1219, 1221, 1223 

Seq#:14; Line(s) 1225, 1227, 1229, 1231, 1233, 1235, 1237, 1239, 1241, 1243, 1245 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/763 , OllC 



DATE: 08/25/2003 
TIME: 11:20:12 



Input Set : A:\CANDIDAamd2.txt 

Output Set: N:\CRF4\08252003\l763011C.raw 



L:19 M:270 C: Current Application Number differs, Wrong Format 
L:1081 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:13 after pos.:48 
M:341 Repeated in SeqNo=13 

L:5761 iyi:341 W: (46) "n" or "Xaa" used, for SEQ ID#:57 after pos.:6720 
L:6659 iyi:341 W: (46) "n" or "Xaa" used, for SEQ ID#:58 after pos.:2240 
L:13368 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:114 after pos.:416 

M :341 Repeated in SeaN.Q ^lX4 — ^ 

"^'13562 M:254 E: No. of Bases conflict, LENGTH : Input : 18 Counted:19 SEQ:120 
3562 M:252 E: No. of S^g - Hi f f fir.g , ^c244^ LENGTHj ^put : IS^Jloujad^ J^^ 
34 M:203 E: No. of Seq. 



dTffers, <ibu> NuniDer Of Sequences : Input 
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BIOTECHNOLOGY ^ c=r 



RAW SEQUENCE LISTING 
ERROR REg^ORT 

The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: 

Date Processed by STIC: ^ fc?o'3 

TFIE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ' 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 




TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4>0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http:/Avmv,uspto.govAveb/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware thai there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic fomi should NOT be sent to the 2023 1 zip code address for tlie 

United States Patent and Trademark Officeyand instead shoufd be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://mv>v.uspto.gov/cbc/efs/do>ynloads/documcnts.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Conunissioner for Patents. P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7'** Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 South Clark Street,'Arlington, VA 22202 

Or _ . ' 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
2011 South Clark Place, Arlington,. VA 22202 . * , 

4. Federal Express, United Parcel Service, or other delivery service to:*\J.S. Patent and Trademark Office, 
Box Sequence, Room IB03-Mallroc>m, Crystal Plaza Two, 201 1 Soutli Clark Place, Arlington, VA 22202 

Revised 04/24/2003 



lUw Sequence LbClne Error Summarj 



ERROR PFTECTED ' SUCC ESTED CORRECTION * SERIAL NUMDER:_ 

ATTN: NEW RULES CASES: fLEASE DISRECAJU) ENGLISH -ALPItA* HEADERS, WJHCTI WERE INSERTED D V r 

I Wrapped NucUici The numbcrAcxI aC lh< «nd of each line -wrippetf' down lo the next line. JhU may occur if your file 

Wrapped Aminoi wai rctoeved in a word proceuor a fUr creating ic Please adjust yoor ri^ht ma/pn to J; thi'i will 
prevent •VTapp*"C'* * • 



•2. 
3 



^Invalid Line Length The rules require that • liiK ^o( c rceed 73 charictca in IcnftK.' this includes white apaces. 



^Moali^cd Anuno 
Humtxrinf 

NoaASCII 



_V»niblc Length. 



The rvumberinf under each 5^ amino acid is mi ulifned. Do not use Ub codes between numbers; 
iu« apace charvctcn. instead. 

The aubmltted file was iiot aavcd in ASCI I(DOS) text, at rc^^rci bylhe Sequence Rules. Please 
ensure your lubxcucnt iubmljjion ti aavT^ In ASCII tcrt. 

\ t \ 

Sequencers) conLiin n'a or Xaa's repreKnttnf more th*K one residue. Per Sequence Rules, 
each n or Xaa can onl/ represent a single residue, f lease present the maximum number of each 
residue having vanable length an<t indicate in the <220>-<223> section that some may be missing. 

A **bug*' in Patendn version ^.tHuLs cfi^ed ACe <320>*<723>»ection to missing Irom amino add 

sequencct<s) . NonmKy, Patcntln'would'autonuU'falfy^gcncrale this section from the 

previously coded nucleic acid sequence. Please nunuilly copy lh« relevant <220>-<323> section to 
the subsequent anuno acid sequence. Tlils applies lo the mandatory <3 20 >-<3 23 > sections for 
Artinct«I or UnlcAovm ae^uencca. 

^Skipped Sequences Sequcnce(s) missing. If intentional, please insert the follo.wing lines for each a&Jppcd sequence 

"(OLD RLTLES) (2) INFORMATION FOR SEQ ID NO;X: (insert SEQ ID NO vAae "X" is shown) 

(i) SEQUENCE CtlARACTERISTK^: (Do npt insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION.SEQ ID NO;X: (insert SEQ'iD.NO where "X" it ihown) 

This sequence ii intentionally slapped 

' ' . riciie also adjust the "(ii)NUMDER OF SEQUENCES:" reiponic lo Include the skipped sequences. 



_P*tentIn 3.0 



_SkipfKd Scqucncei * Scquencc(s) 
(NEW RULES) 



missing. If ln(cn(lonal. please insert the following lines for each skipped scqucn- 



10 



Uic of n*a or Xaa'i 
"(NEW RULES) 



Jnv*lid<713> 
Response 



<?I0> fequ^cc i^ number 
«00> sequence id number 
000 

Utc of n's and/or Xaa's have been detected in the Sequence Listing, 

Per 1.123 of Sequence Rules, use of <220>.<223> is MANDATORY if n's or Xaa's are presenC. 

In <220> lo <323> scrtlon. please explain location of n or Xaa, and which residue n or Xaa represents 

Per 1.823 of Sequence Rules, the only valid <2I3> responics are: Unknowt\. Artificial Sequence, or 
scicntific'name(Oenut/spocies). <220>-<223> section ii required when <2 1 3> response is Unknown 
is Artificial Sequence 



12 



Use of <220> 



_P*lentln 2.0 
"bug" 



Sequencc(s) ^ 



_ missing the <220> •'Feature" and associated nun^ric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <2I3> "Organism" response is "Artificial Sequence" or 
"UnlcAOwn." Pleise explain source of genetic material in <220>t6 <223> secttoa 
(See "Federal Regr$ler." 06/01/1998. Vol. 63. No. 104. pp. 2963 1-32) (See. 1.823 of Sequence Rules) 

Please do not use "Opy to Disk" function of Patcntln version 2.0. This causes a corrupted file, 
resulting in missing nundatory numeric identifiers and responses (u indicated on raw sequer\ce 
listing). Instead, please use "File Manager" or any other nvanual means lo copy file lo floppy disk. 



13 ■ . Misuse of n * n tan only be uted to represent a single nucleotide in a nucleic acid sequence. N is not used lo rcprct ei 

any value not specifically a nucleotide. 



AMC/MII - Biotechnology Sytiems Branch - 08/2 1/7001 



